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B EEHRER:

Which mineral acid do we used in molisch test? <a>HNO; <b> H,S04 <c>CaS0,
<d>K,80

B4 Molish test B4 R ATREBRE M7 <a>KI3E<a> Bk <a>HHE<a>tR
Seliwanoff' s test T E(+AHE? <a> glucose <b>xylose <c>sucrose <d>starch

#HRTE Seliwanoff's test 1, 7E/)M A Seliwanoffs reagent 2 %%, % £ positive reaction
TELEABEL? )FEG O)ER (Ot d)ER

7E Bial test cf @1 Bial SR AT 24 B R A WRREER Fo 1T &7
(a)glucose (b)xylose (c)sucrose (d)starch

E?Eﬂﬁ%’éﬁiﬁlﬁ%%ﬁ% tfi(Picric Acid Test) fIHHESBEIEAAHE BB EH
EAE? <> HEDEG<CIa<dKE

EHER

TEBBSIHTRYZE BEh Bradford Assay FIZREISEA/NS (a) 0.1~1 rg(b)1~20ug
(c) 100~200 g (d) 1000~2000 g WMEHESE -

Gel filtration /Y HERYIFEE : EWEEENBBRILEAS T (HFEK) FU
F(RFRAD) () REFHBEE I THBRRE (b) KO THREER ;
PITFHRIBBRIEG (o) AT TFRIBE—E

£ Bradford method 1 <a>ODags <b> ODygs <c> ODsgs <d> ODizs IR YEH

B Gel filtration 2RO, TIHTHEREI<a> KT REEEA gel matrix, HiEE
column &R <b> /|N3F7E column F5F gel FHAE, #OEE column Bk <c> /)
SFREFEA gel matrix, #EE column 8k <d> A3 FHEEA gel matrix, &0H
& column #&¥{h

A unknown protein sample with 3X dilution has absorbance 0.30 Please calculate its -
original concentration according to the standard curve provided(uM) <a> 5 <b> 15 <c>
30 <c> 40
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FARIE[E T 7E Gel Filtration -R s} A <a> BSA(66Kd) <b> trypsin inhibitor
(17 Kd) <c> lysozyme (14 Kd) <d> topoisomerase I (100 Kd)

7£ gel filtration o> F 1 2 ml buffer elute ii— sample ( with a peak) » Rt
#FR<a> Ve <b> Vo <c> Vd <d>.Vt

IERBEZ N
0, BN FE7ERISIRS T » §24 » OH 7 <a> Ag’ <b> Fe*" <c>
Fe*'<d> AP*

1BFE R FEFRE<a> Fenton reaction <b>Digestion <c>Concentration <d>Oxidation
FER + EERMET +H0, 84 <a>MDA <b>NBA <c>DHA <d>SOD

Frr{E Eﬁi@zmgﬁkp MDA <b>DHA <c>SOD <d>TBA

TBA 5 MDA {EREYS(TRER <o <-1iTa <Ef <dRe
AR BOEIRF AR R <a>295 <b>315 <c> 450 <d>532

EEXREHB:
WA T Sled M85 H % /1 # 2 function
<a> xanthine oxidase <b> xanthine <c> allopurinol <d> uric acid <e>
superoxiside <f> cuvette

AR LR BRI 2
HEREBRTERER 7
BRI RTRE ) 2
HRERE BRI ?
— AT A5

ICso HYESR * <a>B/NBOEBE <b>Km fH<c>BUIE 50%Hi8% <d>#TIH 50%4
IR
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1%SDS, 0.2MNaOH 2 F5I/f— ¥ 2(a) solutionl(b)solutionlI (¢) solutionlII
(DEAEEIE

B4 DNA 8BUfi <5 + LA solution IT 1 02 NaOH X BESIAERYT 2
<a>fERF PHE <b>#EF$385EM <c>denature chromosome DNA <d>ERF e

BRFAESME DNA BYBYGH - TIHTERIE

<a>[A polyacrylamide gel 5}8 DNA <b> solution I #2 EDTA NI EEESERS
B TR THYIE <c> Plasmid DNA HEBNFRNSERS PO FrLIBIE
R R~ <d>Ff EtBr Yamy B EE S EBr R—E®wE LMERTE
UV TEER "

B2 plasmid B¢EEER, A solution 5M potassium acetate FEF BT 7 <a>fi SHHupE
B3 <b>H1F0 solution IT <c>¥fi# plasmid DNA <d>f# plasmid bk

f£ plasmid DNA preprartion &E§ TIA 1% SDS solution ] ? <a>¥ buffer
SHERMEE<C> HAIUEZE <d>B plasmid BF SR8

Acquired HTEEM:FTEE 4 A <a>Ligation <b>DNA purification <c>
Transformation <d> Replication

7E Plasmid DNA Preparation BB » F5 {5 £5 8% DNA A agarose gel E3kE
BAEH? <a> DNA TR/ <b> DNA it <c> MEMMBUBAIE <d>bl L se

£ Plasmid DNA Preparation HERT > {75 high copy number plasmid DNA ? <a>
PACYC <b>PUC <c> PBR322 <d> colEl '

7£ Plasmid DNA Preparation BEaT - {8 FS a8 A DNA RIE UV LB TS
<a> Pink <b> green <c> Yellow <d> blue ¥ '

R BER SR IE(PCR)Z I 2 DNA.

PCR BEE~+ Amplification Z54% a. Annealing b.Denaturation ¢ Polymerization ZIEER
30 fi cycle, BRI EEBHT 5 Ere
(A)abc (B)bac (C)bca (D)cab
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W PCR RBHTERIE? <a>IIA mineral oil RES5IAKSHER<b>94 &
Denaturation B # S i S AGARBER BIAY <c> 561 Annealing R IEEHRIDNA
R <e>H Polymerase & Hifi B A BT /544 enzyme

FHIRCHAEEEER<a> PCR KGR A FIRY polymerase 2 B 51849 Thermus
aquaticus BAH{LTT#S# Taq DNA polymeras <b>PCR #/BUE DI 2" SR

<c> PCR /£ —7& DNA amplification in vitro - ﬂﬁ%ﬁﬂﬂ‘]g[ﬂ}?—?ﬂﬁiﬁ <d> A

5] ?(pnmer)ﬂﬂﬁ—ﬁﬁﬁﬁ peptide

#& PCR H‘Jf)ﬁﬁ%ﬂ(cycle)ﬁiitﬂm@f[ﬁﬁ? »
a. Annealing(REEJRE(# primer §2 template £52) b.Denaturation(i#h4 > AR EE S
DNA BB c.polymerization (A) abc (B)cba (C) bac (D)bca

If you find non-specific products appearing in agarose gel ( H{IE# band), How will
you do to prove this situation? <a> increase annealing temperature <b> increase
denaturation temperature <c> increase polymerization temperature <d> Iower
annealing temperature.

PCR 7 FFF DNA SRBERETH —HEEMA > HITMY PCR RIER &Y
RIREEFESRRWBE  BEHE MR ANERS: o S5 BUEME b2 [T o
R dBERERE

<a> ab <b> bd <c>cd <d> ac

Restriction enzyme ]3]
How many fragment(s) was/were produced for A DNA/Hind I11 digestion <a> 1 <b> 3
<> S5<d>7 '

Which form move faster on agarose gel than others for a plasmid DNA? <a> linear
form <b> open circular form <c> supercoiled form

The temperature used for restriction enzyme digestion was <a> 37 C <b>45 C
<c>15C <d>72 C ‘

Which one is a possible source of restriction enzyme EcoRI ? <a> B. haemophilus
<b> mammalian cell <c> E. coli <d> S. aureus
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SDS-PAGE:

& 4T 74444 SDS-PAGE 2 function

<a> bisacrylamide <b> bromophenol blue <c> coomassie blue <d> glycine <e>

- SDS <f>ethidium bromide <g> TEMED

1. catalyst of gel polymerization

2. component of running buffer

3. corss linker of gel material ‘
4. staining dye of peptide

5. traéking dye

6. denaturing agent of peptide

HATASMEGAXRY  FTHARER?
(a) A4k A ¢ buffer system % continuous gel (b) stacking gel Z pore size §& 7+ (c)
stacking gel 2 pH {i % 8.8 (d) separating ge! = pH {ii & 8.8

48 SDS-PAGE T ¥ % $8t ¥, LA F 49 & 6% 38 7<a>sample # 247 47 F 100°C v #4 5min

AR S-SkMfH <b> sk5e¥ kv separating gel, & v stacking gel <c> 3k 3

R F] gel EAKF T <>TRILE A BEEIBH

1k M SDS-PAGE % £ & Ml R 547 + A #) — # $.#5 ? <a>carbohydrate <b> RNA <c

lipid<d> proteins o B

SDS-PAGE X8 ¥ FHMT X AR EZ QLTS TBHGBRTF? <a> THELE
B> ZERFFEAN HRE <DRER £
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