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Which niineral acid - we used in molisch test? <a>HNO; <b> HzSd <¢c>CaSQqy
<d>K,S0

- BA Molish test @2 sffBBRE 2 (L AM)? <o>H1 4 <a>Biik<a> B <a> i

|
Seliwanoff s test T HTE{H/FHE? <a> glucose <b>xylose <c>sucrosi. <d>starch

FHPYAE Seliwanoff's test g ZEHA. Seliwanoff's reagent 7 % 355 po;!sitive reaction
GEAMEEE? )FE OBES O d)Ea

7E Bial test 1 @701 Bial B MR B 4 ¥ (0 3R S W BDEERS R 94

(a)glucose (b)xylose (c)sucrose (d)starch

YEmﬂ—:QE S BB BB (Picric Acid TesOillf LESERBRIAARE Rk SR
{ARABRE? <a> P E<b>BE (<c> KT fh<d>fk (N

i

HE] | I

TYUTE BRI E R R EY ﬁ 217 <a>Molisch test <b>S<lhwanof fs test
<c>Folin-phenol(Lowry) test <d>Bial’s test 4

020 ;
A unknown protein sample with 6X dilution has absorbance “ Please calculate its
ofiginal concentration according to the standard curve provided i UM

Gel Filtration J2FIM Gel el sample #EIEiH ks T-Fi SRS [E & 4él*]1°? OEIRG
(pore) TR B T — RS RE + SARIIAT 3 RIS e 2k '

<a> BSA(66Kd) <b> trypsin inhibitor (17 Kd) <c> lysozyme (‘4 Kd) <d>
topoisomerase I (100 Kd)

AP AR Gel filration BT TIKAR AR
(A)Sephadex G-50 (B) Sephadex G-25 (C)B;0-Gel P-10 (D) Bio-Gel P-30

T gel filtration s 3510 2 ml buffer elute H— sample ( with a peak) » HiliEfi4f %
FE<a> Ve <b> Vo <c> Vd <d> Vit

0.3
0.2
0.1

5

10

(a4)

## (s [/ ) &R




P EbBEEE £9 SERY o "‘ﬁﬂﬁﬂ;

# &

T

(vi)

A ol o# a:uuua%* i g n | %

% £

®ﬁ5§"t§§%i§%i (BER)

%«/’ Gre 3 5/{; L go# § A L anhiyn
HES &G E &[lﬁﬁ% HBT EREC R BEBRLBE SRRSO LR S -
)° '

PR RS2
H,0, BH{A Jﬁﬁfﬁ?ﬁﬁﬂﬁﬁ?ﬂZT " @S » OH ? <a> Ag' <b> Fe¥* <>
. Fe¥*<d> AP*

B HEFG 5 <a> Fenton reaction <b>Digestion <c>Concentration <d>Oxidation
TEH + EEBMET + H0, @4 <a>MDA <b>NBA <c>DHA <a>soo

FIT{S P S GBI BRI 7<a> MDA <b>DHA <c>SOD <d>TBA i
TBA #2 MDA ¢ )ﬁ%%%ﬁﬁéﬁ@ <a>fk el <b>YHfLE <c>?"31.f9 <d>#f e
AR PO BRI <a>295 <b>315 <c> 450 <d>$32

| RSB IMATEACMITRICNE <a>ii/]h <bolieh <c>HilR] |

BERI) 18- -
WEE T st A8t K % /) # 2 function
<a> xanthine oxidase <b> xanthine <¢> allopurino! <d> utic acnd <e-

i
superoxiside <f> cuvette :

IR LA BRI 2
B AR IR ?
BRI TREI e ?
RIS 7 |

— R 2528 7 %
Iwmﬁ%<»%me@¢wmm@ﬁ%wwmﬁkmmmm¢
PRAI |

AR R RIITAIM 1Cs0 MBS <a> 1.2 <b> 2.0 <c> 3.0 <d> 4.0 pM
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F—8ME, ot
1/s {1/v no inhibitor|1/v inhibitor A
0.8 0.58 1.02
0.6 (0.44 0.5
0.410.38 0.68
0.2 10.30 0.51
0.110.24 0.42 N

RIS T YW ? I

<A> ' <C> i

v 4/

1/s s

. <B> <D>

Vux{ ______________ Vmax f—f—-—-——-'_:_.__-—-~

Vmax' b e o e - . .

<I>AFfIB <2>BfIC <3>AFID  <4>BHID

DNA 2 3.

F 58 H ik AR E R OBLTR A B A AR A R/ 28 DNA 47
(a) salt-SDS precipitation

(b) Brih/deoxycholate precipitation

(c) SDS-alkaline denaturation

(d) rapid boiling

1%SDS, 0.2MNaOH & T 5 —fEEi?
(a) solutionI
(b)solutionl]

(c) solutionill
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B DNA #9846ifh » JIA solution 11 1{11¥) 0.2 NaOH F LA ?
<a>HERF PH I <b>HEFFBIBIE <c>denature chromosome DNA <d>3 - |-ty

BRGAEIMS DNA (86 TIUTE R

<a>L{ polyacrylamide gel 5} DNA <b> solution I tf+ EDTA lﬁ?}.’:]-“:&g‘if’l?}ﬂl%:}i“ﬁ?ﬁ?
JBBEFHITHYE <c> Plasmid DNA W ETRIMEXIS ELR % PO, i IVVITEERYS
IR RBRG M8 <d>F) BBr Yoty R KIS, BLBr B—BOLW AT

UV FiRg |
|

- 2 plasmid B BB A solution SM potassium acetate {4/ £{i] 4 <a>{i #lIafs

124 <b>t11i1 solution 11 <c>VAfIE plasmid DNA <d>fili plasmid i

7E plasmid DNA preprartion - Y ¢ l'ﬂ 1% SDS solution i ? ?<a>'$g"; buffer
<b>{§ Mtz e <c> MM ZY <d>{y: plasmid IR Z B4 !

Acquired HTBEME T 4: Aok <a>Ligation <b>DNA purification <ci>
Transformation <d> Replication ' |

R B R BUASTE (PCR) 2552 DN A
j

|

PCR EE&tf Amplification Z#% a. Annealing b.Denaturation c.Polymerization =i
30 Bl cycle FRIINE {75 TR ' |
(A)abe (B)bac (C)bca (D)cab :

FIB PCR BRI HEIE? <a>PlIA mineral oil 513 17k M ERE<b>94 i
Denaturation F i S I8 I AEEER BN <c> 56T Annealing ST R B DNA

- RS <e>JL Polymerase 2 BN R I T 541 enzyme

IR G AR 7<a> PCR $ethr iy polymerase L FIiEG MY Thermus

aquaticus E#E{LiM {5419 Tag DNA polymeras <b>PCR BBLRLL 2" Uk HsHua
<c> PCR &-—#f DNA amplification in vitro » % SR BEERIFR 5 IREE <d> hiA
5 (primen) BN — 44136 peptide

#% PCR HO{BER T4 (cycle) W TERENERE? :
a.Annealing(BF{KIB BE{ primer B2 template §#5) b.Denaturation(Jjf l?{'&’;}fﬂﬂ%@}ﬁi
DNA B EiI%) c.polymerization (A) abe (B)cha (C) bac (D)bea

If you find non-specific products appearing in agarose gel ( H1Hi4ft band), How will
you do to prove this situation? <a> increase annealing temperature <b> increase
denaturation temperature <c> increase polymerization temperature <d> lower

annealing temperature.
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PCREA LFINT DNA & BRI TH- P15ty 18 + 30411y PCR IS B W)
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<a> ab <b> bd <¢>cd ' <d> ac

Restriction enzyme £

How many fragment(s) was/were produced for A DNA/Hind II1 digestion <a> 1 <b> 3
<e>5<d>7

Which form move faster on agarose gel than others for a plasmld DNA'7 <a> linear

form <b> open circular form <c> supercoiled form |
|
I
The temperature used for restriction enzyme digestion was <a> 37 ‘Ci<b>45 C
<c>15 C <d>72 C

Which one is a possible source of restriction enzyme EcoRI ? <a> B. haemophilus
<b> mammalian cell <c> E. coli <d> S. aureus

SDS-PAGE:

&4 T 511t 4 4 % SDS-PAGE 2 function
<a> bisacrylamide <b> bromophenol blue <c> coomassie blue  <d> glycine <e>
SDS <f> ethidium bromide <g> TEMED :

1. catalyst of gel polymerization
2. component of running buffer
3. corss linker of gel material

4. staining dye of peptide

5. tracking dye

6. denaturing agent of peptide

HAEAN#% G ﬁ%’f!ﬁt‘?’ » AT E R E A
(a) Fi& M & buffer system A continuous gel (b) stacking gel 2z pore size # /] (c)
stacking gel 2 pH {4 2 8.8 (d) separating gel 2z pH {EPJ 8.8

4 SDS-PAGE K3 # & | L0 T 47 48 3R 2<a>sample # 54 378 100° C o #k Smin
16 S-S 42 Wi H <b> SEMEE b oA separating gel, & o\ stacking gel <c> 4% 34 7%
RAEF) gel RAKT ok <d>TARK & 1642 EAEsh
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