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1. To assess the role of different dietary amino acids in modulation of cholesterolemic
responses, the experimental animals were randomly divided into five different diet
groups as follows: (1) low amino acid control diet [14.7% amino acid (AA)}, (2) high
amino acid control diet [14.7% AA + nonessential amino acids (NEAA)], (3) 14.7%
AA supplemented with lysine and methionine (+LM), (4) 14.7% AA supplemented
with lysine, methionine and glycine (+LMG), and (5) 14.7% AA supplemented with
lysine, methionine and arginine (+LMA). The results were shown on Table 1.
Please state the results of Table 1 in terms of the effects of different dietary amino
&cids on serum total cholesterol and LDL cholesterol. (10 4)

Table 1. Effects of different amino acid composition on serum total cholesterot and
LDL cholestero! of rabbits’

Diet n Total cholesterol LDL cholesterol
, mmol/L.

14.7% AA 6 3.0+0.2¢ 1.3+0.1¢
+NEAA 5 42+06% 22+0.4°
+LM 3 7.5+20" 541+18%
+LMG 6 83+1.0° 65+09*
+LMA 6 58+07% 33104

ANOVA, P < 0.01 < 0.01

'Values are means + SEM. Values bearing different letters are significantly
different, P < 0.05.
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Pamrimr o Patient Normal range
Hemogiobin, /dL 54 10-15

Hematocrit, % 17.0 36.0
RBC, x 10%ul 1.6 3.9-54
"WBC, % 10%uL 3.8 6-17.5
Platelet, x 10%uL 45 200-480
Homocysteine, umoll. 21 6-12
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1. 474 R XM glutathione 2 2k & & ?
a. methionine - b. glycine c. glutamate  d. cysteine
2. 414 & ketogenic amino acid # 3 glucogenic amino acid ?
a. arginine ° b.tyrosine  c.proline  d. leucine
3. Trisk KRR M e cofactor % coenzyme » 474 B E4% ?
a. acetyl CoA carboxylase : biotin
b. cytochrome ¢ oxidase : zinc
¢. glutamate pyruvate transaminase : riboflavin
d. thymidylate synthetase : vitamin B,,
4. BB -ck & 4 &4 v 5 B (partition) ko (T 2L W BRI LRGN TRIR ?
a MG HMAR R AR LA A
b. MM EHMAA - HUE e Rier A A
C. BB MTAI R » 470G & & 8420 L4 A
d S#MMreBEaRAIA KRG 0HEMSRLHA
S RMAXRE » AMERGTTHAMEN ?
a. R8AF ¥ gluconeogenesis b. R-{sAu85 @M + fatty acid p-oxidation
C. Mo R 4L+ protein synthesis  d. M wizksk ¥ anaerobic glycolysis
CERCE R g 222 F XS TN V3 (nonshivering thermogenesis) ?
a. epinephrine b. growth hormone c¢. insulin  d. thyroid hormone
[ARLER£:E 3 L DY =
a. gastic inhibitory peptide b. gastrin :
¢. secretin d. vasoactive intestinal peptide
8. THARARANMY &Y & BEH?
" a arginine-»y-aminobutyrate b, cysteine—S-adenosyl methionine

c. threonine-»dopamine d. tryptophan—»serotonin : i
8. MATHIMNKLBG ? ’
a. 1% angiotensin i b. 1& parathyroid hormone
C. it/ aldosterone d. 3 renal sodium reabsorption
10. Insulin # F 58 K2 W& » 474 B 5% 7 '
a. %1 lipoprotein lipase b. B4 pyruvate dehydrogenase complex

C. 3 4v glycogen phosphorylase d. v acetyl CoA carboxylase

11. T FU#RE R M B AT R B 5k 9 ‘
a. it 4 va 3 & (arachidonic acid) T # % #7 73 % ¥ |, (prostacyclin 1)
b. v~k 3 &% % 8 (y-linolenic acid) 7 n-3 2k 55 85 8
C. A ##(lauric acid)fr i % B 7 B R M fo B8 Ak
d. =+ =8 X M #(docosahexaenoic acid) # n-6 % Ag Ay &

12. M4t lipolysis 2 TG lipase #9742 T )47 44 hormone piip#] ?
a. glucagon - b. epinephrine  c¢. insulin d. norepinephrine

13. F 719 M lipoprotein £ 2 4 s 474 & Esf g ?
a. chylomicron remnants £ & » chylomicron # plasma + # Lipoprqtein
lipase 4 A » i 3 cholesteryl ester 7K AR K
b. VLDL #£#& 4 pre-B-lipoprotein » £ & & Liver 4% » &£ %iE Liver AL
cholesterol £] #t 1&. a8

- ¢ HDL # 8j# VLDL #= LDL 29 MR 7 KA 2 specific apoprotein #

#%d VLDL #o LDL Ml 2 TG

d. &M exogenous chylomicron TG ® endogenous VLDL TG % enzyme A
Fl—14 enzyme _
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14. THA RN R2ZARWITE R R ?
(1). dietary linoleic acid M ¥ K 2 5% » 4% ¥ 2 trienoic acid il & 4 3# fv
(2). homo-y-linolenic acid T & y-linolenic acid M % ) &,
(3). dietary linoleic acid # xR $45% + 4.3 ¢ trienoic acid/ tetraenoic acid iR

EtHE
(4). palmitic acid (16:0) T 4.1 & 20:4 A%"* 2 fatty acid
a ()2 b. (2)+(3) c. (3)+(4) d. (1)+(4)

15. “F 7% M essential fatty acid z.r/mﬁ#%‘u‘?
a. promotes normal growth
b. membrane structure of cells
c. as a precursor of steroid hormones
d. maintain normal skin condition

16. The chemotherapeutic agent Methotrexate (MTX) is targeted to which of the
following enzymes?
a. ribonucleotide reductase
b. hypoxanthine guanine phosphonbosyl transferase
¢. dihydrofolate reductase
d. carbamoyl! phosphate synthetase

17. The human and guinea pig can not be synthesized the ascorbic acid because of
lack of following enzyme?
a. L-gulonolactone oxidase b. glucocuronic acid synthetase
c. L-gulonolactone reductase  d. dehydroascorbic acid reductase

18. 1 leucine 47 # R gluconeogenesis X s - K WMBH ¢ KX THRLE X AMEA
F(cofacotrs)?
(1). thiamin  (2). ribofiavin  (3). niacin. (4). pyridoxine (5). folic acid (6). B,,
a. (1), (2), (5) b.(2),(3),(4) c.(1).4).® d.(2),3) (")

19. The biologically active form of selenium may be considered a structural analogue
of

a.ATP  b.cobalamin  ¢. hydroxyapatite  d. serine
20. F 7474 A 45 riboflavin Bk B oY P MR 7

a. glutathione peroxidase b. glutathione reductase

¢. glutathione synthetase d. xanthine oxidase




